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Mechanism of S-palmitoylation of TRAF5 in T cells and its physiological
significance
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After proteins are synthesised in cells, their properties are regulated by
various modifications. T cells, which are major immune cells, respond to microbial infection and are
influenced by various inflammatory conditions, and change their properties. We focused on TRAF5, a
molecule involved in response to pro-inflammatory cytokine IL-6, and found that it binds to the

enzyme Zdhhcl5, which is related to S-palmitoylation modification. In addition to Zdhhcl5,
expression levels of Zdhhcl8, 5, 6, 7, 20 are also found to be high in normal mouse T cells,
suggesting that the S-palmitoylation of TRAF5 and the group of Zdhhc molecules in T cells may be
responsible for specific T cell functions.
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