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Development of human height prediction model by DNA analysis
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We analyzed the relationship between 21 SNPs and Japanese adult height. Each
SNP was converted to a score and compared with height. As a result, a weak correlation was
confirmed in men. Male human height predictions were below average height with a score of 13 or less
and above average height with a score of 20 or higher. To make more accurate human height
predictions, it is necessary to take into account changes in adaptive SNPs by gender and differences
in impacts by region.
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