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Feasibility study of precision medicine for pancreatic cancer using
comprehensive genetic testing
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We have developed out original in-house comprehensive genomic profiling
(CGP) test and reported the clinical utility of precision medicine for pancreatic cancer. To solve
the problem of difficulty in collecting pancreatic tumor samples for genomic analysis, we have
developed a novel biopsy method using Indocyanine green (ICG) fluorescence imaging as a rapid
assessment of collecting tumor samples in performing ultrasound-guided percutaneous biopsy of liver
metastases, and investigated the clinical utility of it. Furthermore, we have reported the clinical
utility of next-generation sequencing (NGS) for evaluating high microsatellite instability (MSI-H)
as a biomarker for immune check point inhibitor.
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