(®)
2017 2018

Muc4

The role of MUC4 gene on idiopathic pulmonary fibrosis acute exacerbation and
drug-induced interstitial lung disease
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Southern blotting analysis revealed that the length of MUC4 exon2 in the
patient and healthy human is different with statistical significance. As for now, we have analyzed
the full MUC4 exon2 sequence of several patients and healthy Japanese. We found MUC4 exon2 has
domains which are preserved in some humans, and those which have many variants. We continue to
8@rform the sequencing of MUC4 exon2 and identify the sequence which has the relation to the

iseases.
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