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Elucidation of the function of glycosylation enzyme OGT in the renal tubule
using tissue specific knockout mouse

Minami, Yukiko
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0-GIcNAc transferase (OGT) is ubiquitously expressed but the study for
tissue specific role of OGT has been limited. In this study, renal tubule-specific OGT knockout (KO)
mice were established and analyzed. In vitro assay demonstrated that OGT interacts with
mineralocorticoid receptor (MR) as a coactivator and this KO model exhibited severe dehydration and
decreased expression of MR-target gene such as epithelial sodium channel (ENaC), which is consistent
with the result of in vitro study. In addition, this KO model exhibited impaired function and

abnormal morphology in the kidney, suggesting that renal tubule OGT also has protective role on
kidney development.
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