(®)
2017 2018

TRPC6

Functional analysis of nephrotic syndrome caused by TRPC6 gene mutation and new
drug development
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We analyzed Japanese patients diagnosed with steroid resistant nephrotic
syndrome by next generation sequencer and detected some kinds of gene defects which were reported as
the causative genes of nephrotic syndrome.
For analysis of TRPC6 mutations, Ca influx was performed by transfected the cTRCP6 into
human-derived cells. It was confirmed that the increase of intracellular Ca concentration was
suppressed with Larixyl Acetate. In the future, we plan to transfect cTRPC6 containing mutations

into human-derived cells, and to confirm whether changes in Ca concentration are observed by the
introduction of mutations.
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