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Atopic dermatitis (AD) is chronic dermatitis characterized by itchy and
relapsed eczema. The pathogenesis of AD is not fully understood. In this study, we investigated the
pathogenesis of AD with flaky tail mice (FTM), an AD model mice. It is known that FTM has a problem
maintaining stratum corneum pH and develops spontaneous dermatitis with age. We found that
dermatitis on FTM revealed site-specificity. And this study demonstrated that peroxisome
proliferator-activated receptor signaling pathway might contribute to the pathogenesis of FTM' s
dermatitis by evaluating site-specific dermatitis on FTM.
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Supplementary Figure S1. Clinicopathological and physiological findings of FTM. Apparent dermatitis developed only on the necks of old FTM among the four
sites; flanks of young FTM, necks of young FTM, flanks of old FTM, and necks of old FTM were evaluated (a) clinically and (b) histologically. Increases in TEWL
and SC pH and decreases in SC hydration were observed in the necks of old FTM compared with the flanks of old FTM, whereas (c) TEWL in the necks of young
FTM did not increase. FTM, flaky tail mice; NS, not significant; SC, stratum corneum; TEWL, transepidermal water loss.
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Some of the most statistically significant differences in old FTM were pathways involved in lipid metabolisms such as metabolic

PPARs pH pathways and the PPAR signaling pathway. (a) The results of top 30 are shown. (b) Differences in gene expre
FTM in the KEGG PPAR signaling pathway are shown (the blue panel indicates downregulated genes and the red panel indicates upregulated genes). Several
genes in the pathway, including PPAR-z were downregulated. FTM, flaky tail mice; KEGG, Kyoto Encyclopedia of Genes and Genomes; PPAR, peroxisome
proliferator-activated receptor
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