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Change in brain glucose metabolism and default mode network during the course of
recovery in anorexia nervosa

Kurita, Daisuke
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Functional connectivity map of the healthy subject was analyzed using SPM12.
According to the previous report, we computed for subject"s functional connectivity map
representing the default network by correlating the mean signal time course from a spherical seed
region within the posterior cingulate cortex (PCC) with the time courses of other brain region,
using Pearson®s product moment correlation. The activation in PCC region were correlated temporally
with medial frontal cortex, temporal pole, and temporo-parietal junction, in which DMN were
indicated. Longitudinal change in brain glucose metabolism and default mode network during the
course of recovery in anorexia nervosa comparing healthy control is now under investigation.
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TE=3.1ms, TR=7.7ms, TI1=400ms, FA=11° , slice
thickness=1.2mm with no gap, matrix=256x 256, FOV=26cm
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