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To our knowledge, any useful biomarkers are not available in clinical
psychiatric field. The purpose of this study is to detect a useful biomarker using human blood
sample. 1 focused on DNA methylation of the DRD2 gene already reported by myself and expanded the
diseases from schizophrenia to major depressive disorder, Parkinson®s disease, and Dementia with
Lewy Bodies. In addition, | planned to reveal whether the -141C insertion/deletion polymorphism
affects DRD2 DNA methylation or not. In results, it was revealed that the -141C insertion/deletion
polymorphism relates DRD2 DNA methylation ratio. In Addition, DRD2 DNA methylation ratio were
changed in Parkinson®s disease and Dementia with Lewy Bodies from control subjects, but not in major

depressive disorder.
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