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Analysis of microRNA in the cancer cell and stromal tissue to explore predictive
biomarkers for the efficacy of vaccine treatment against colorectal cancer.
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Many clinical trials of peptide vaccines have been conducted. However, these
vaccines have provided clinical benefits in only a small fraction of patients. The purpose of this
study was to explore microRNAs as novel predictive biomarkers for the efficacy of vaccine treatment
against colorectal cancer. We conducted microarray analysis of cancer tissues in a phase Il study,
in which peptide vaccines combined with chemotherapy were given. Subsequently, we carried out RT-PCR
analysis of phase Il cases, separating cancer tissues into cancer cells and stromal tissue using
laser capture microdissection. Treatment effect in relation to overall survival (0S) and miRNA
expression was analyzed. Three miRNA predictors were negatively associated with 0S: miR-125b-1 in
cancer cells , and miR-378a in both cancer cells and stromal cells. In conclusion, miR-125b-1 and
miR-378a expression might be considered as novel biomarkers to predict the efficacy of vaccine

treatment against colorectal cancer.
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miR-125b-1, miR-378a In situ hybridization
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