(®)
2017 2020

DNA SM

Prediction of lymph node metastasis in colorectal submucosal invasive cancer
with genome-wide DNA methylation analysis

Mizukoshi, Kosuke
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In colorectal SM cancer, regional lymph node metastasis is reported to be
observed in about 10-20% of cases, and in such cases, regional lymph node resection by additional
bowel resection is required.

In this study, we are trying to identify a new DNA methylation marker that can improve the
prediction accuracy of regional lymph node metastasis in colorectal SM cancer by using an assay that
comprehensively (genome-wide) measures DNA methylation that has been established in recent years.
So far, we have compared positive and negative cases of regional lymph node metastasis in colorectal
SM deep invasive cancer (12 cases in each group have been analyzed so far). Currently, we are

collecting cases from other research facilities and conducting validation studies.
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LM metastasis () LN metastasis (+) P
(n=12) {n=12) value

Age® 76.5 (56— 86) 69 (55 - 89) 037
Gender (Male / Female) 3/9 6/ 6 040
Location(C /A / T) §5/8/2 1/9/2 013
Tumor size * 21.5(8 - 45) 23(12 - 40} 0.86

Macroscopic type
(Ip / Is+lls / Ha / Hatlle / Nle+la / LST-G / LST-NG)

Differentiation {(well / mode / poor)

0/4/3/74/0/1/0 271737272711 028
8/4/0 6/6/0 068

Depth of submucosal invasion (4 m}* 2500 (1800 - 5000) 2750 (1300 - 5000} 093

Endoscopic resection (= / +) 11 sz 1.00

Median (min—-max)
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