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Exploration of novel biomarkers in KRAS mutant-lung cancer using comprehensive
gene expression analysis
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We focused on Family with sequence similaritﬁ 83, member B (FAM83B). In
eight cases of KRAS mutant-lung adenocarcinoma (ADC), FAM83B was highly expressed in mucinous ADC
tissue. Next, we compared FAM83B expression in lung ADC stratified by presence or absence of EGFR
mutation, which is widely examined clinically and has an exclusive relation with KRAS mutation.
FAMB3B was significantly highly expressed in EGFR wild type group, that contain with a relatively
high proportion of KRAS mutant-ADC. High FAM83B group had shorter postoperative recurrence-free
survival and overall survival regardless of presence or absence of EGFR gene mutation significantly.
Growth inhibition was confirmed by FAM83B RNAi in lung cancer-derived cell lines.
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