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Elucidate the pathogenesis of knee osteoarthritis development due to obesity by
focusing on microRNA

SANADA, Yohei
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This study aims to elucidate the mechanism of the knee osteoarthritis (0A)
caused by obesity, focusing on the intracellular and extracellular functions of miR-26a, which is
highly expressed in cartilage and liver.

The expression of miR-26a was highly expressed in cartilage tissue and decreased with the progress
of OA. By inducing obesity, miR-26a KO mice exhibited the same obesity phenotype as wild-type mice,
and no metabolic abnormality by miR-26 KO was observed. Furthermore, OA-like lesions such as
osteophyte formation and cartilage degeneration were not observed in both mice. On the other hand,
in cartilage-specific miR-26a Tg mice, cartilage degeneration was slightly suppressed under the
aging condition of 18 months of age. These results suggest that miR-26a is not factor involved in
systemic metabolic regulation but a directly involved iIn cartilage homeostasis.
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