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Identification of renal cancer-specific mutations in circulating tumor DNA and
its clinical application to liquid biopsy

Ishizuya, Yu
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We created an original gene mutation panel for clear renal cell carcinoma,
and sequenced the cancer genome and cell free DNA (cfDNA) of 5 cases of progressive renal cell
carcinoma. Mutations in cancer genome were detected in all cases, whereas mutations in cfDNA were
detected in 2 cases. Mutations identified in cfDNA are not only identical to the cancer genome, but
also to mutations not identified in the cancer genome, suggesting that mutations in cfDNA are
biomarkers for overcoming tumor heterogeneity.
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