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Epigenetic alterlation of prenatal-androgentzed PCOS models and its application
for the new treatments
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To find the new therapeutic target of PCOS, we conducted experiments with
rat models of PCOS.Hypothalamus and livers were analyzed for differentially expressed genes (DEGs)
using RNA-Seq, and DNA methylation were analyzed using MBD (Methyl-CpG-binding domain) -seq methods.

DNA methylation analysis showed 424 hypomethylated and 500 hypermethylated promoter regions in
the hypothalamus, 186 hypomethylated and 200 hypermethylated promoter regions in the liver of the
PCOS models. RNA-seq revealed that 12 DEGs in the hypothalamus and 47 DEGs in the liver (|Fold
change|>2, P<0.05) of the PCOS models. In these genes, Vgutl showed hypermethylated status of
promoter resion and down-regulated expression in the hypothalamus, Bcmol showed hypomethylated
status in promoter region and down-regulated expression in the liver. Some ?enes coding hepatokines
including Lect2 and Rbp4 were upregulated in the livers.These molecules could be expected to be the
therapeutic target for PCOS.
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Differential gene expression and DNA methylation analysis of oocytes from a mouse model of polycystic ovarian syndrome
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The effect of neuropeptide Phoenixin on folliculogenesis
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