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Epigenetic analysis and clinical application in gynecologic malignant tumors

UEKI, Arisa

3,100,000

500

germline findings

Epigenetic modification in carcinogenesis have been reported and attracted
attention in some carcinomas. In particular, some hereditary tumors have been reported to be
associated with promoter hypermethylation upstream of causative genes. Initially, this study was
designed to analyze epigenetic modification in gynecologic malignancies. The recent clinical
application of cancer genomic medicine has made it possible to use both exome and whole genome
analysis results from various cancers. Therefore, we examined about 500 cancer genome analysis
results and epigenetic-related gene expression in various cancers.
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