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The involvement of human
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EGFR
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pillomavirus (HPV) in oropharyngeal cancer (OPC)

al

was discovered, and it became a promising researcﬁ target as a prognostic marker for OPC. In this
study, (1) Consistent with the expression of pl6, a surrogate marker of OPC, was shown to be useful
as a prognostic factor for specific histology. (2) The analysis related to the cell cycle/tumor
suppressor gene/epithelial differentiation in OPC was performed to confirm the existence of a
specific EGFR expression attitude. The possibility of EGFR expression as a prognostic factor was
shown. Methylation of EGFR was associated with regulation of EGFR protein expression, and the
methylation of the Promoter region tended to contribute to non-differentiated cancer.
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