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elucidation of pathophysiology of glaucoma model mouse by metabolomics
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To provide new mechanistic insights and identify new biomarkers, we combined
latest non-targeting metabolomics analyses to profile altered metabolites in the mouse whole retina
2, 4, and 7 days after optic nerve crush (NC). We highlighted 30 metabolites that changed its

concentration after NC. After studying the specificity of the identified metabolites to RGCs in
histological sections using imaging mass spectrometry, L-acetylcarnitine was increased not only
preceding the peak of RGC death in the whole retina but also at the RGC layer. The combinatory
metabolomics analyses promise to illuminate pathomechanisms, reveal biomarkers, and allow the
discovery of new therapeutic targets of glaucoma.
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