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Development of new bone mass maintenance type bone formation technology using
epigenetic change
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i o __ We analyzed methylation patterns using a_next-generation sequencer, and
identified transcription factor X, which is promoted by methylation when induced to induce
osteoblast differentiation, and transcription factor Y, which is suppressed when DNMT3A is

overexpressed.
However, we examined the effects of transcription factors X and Y on osteoblast differentiation in

vitro, but we did not obtain expected results.
Therefore, we focused on the genes A and B, which are factors involved in undifferentiated
maintenance, by changing the focus point, and examined the influence of DNMT3A on the genes A and B

in vitro. As a result, i1t was clarified that DNMT3A promotes the methylation of the promoter region
of genetic day A and gene B in vitro and suppresses the gene expression.
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