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Development of a novel cancer treatment to regulate the cancer progressive
cascade starting from adenosine receptor

MINAKAWA, Yasuyuki
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Adenosine A2b receptor (ADORA2B) is up-regulated in the OSCC derived cell
lines and clinical samples and it is cleared that ADORA2B strongly effects the tumoral growth by the
analyses of the correlation with the clinical indicator and functional analyses used shRNA
transfection models. ADORA2B promotes the OSCC progression by regulating the HIF-1la target genes
via AKT/ERK-HIFla signaling pathway started from ADORA2B. We identified the Theophylline is the
ADORA2B directly inhibitor, inhibits ADORA2B signaling cascade, as a results, Theophylline depressed
0SCC development by controlling hypoxia metabolism and cell death. This study may contribute to the

future clinical applications.
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