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Investigation into degradation of extracellular peptides by Porphyromonas
endodontalis
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This study was biochemical analysis of dipeptidyl Eeptidase (DPP) produced
by Porphyromonas gingivalis. Databases search revealed that the genus Porphyromonas and the genus
Prevotella possess the dpp genes. These bacteria are anaerobic bacteria and grow in the subgingival
plaque. The peptidase activity measurement of the human oral specimen suggested that this
measurement should be utilized as the indexes of periodontal disease, because existence of
periodontal disease pathogenic bacteria or not is expected by this result. Bacterial DPP4 degraded
human and mouse incretin hormones and this activity was inhibited with human DPP4 inhibitor.
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