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Differentially expressed genes analysis by RNA-seq : Inflamed periodontal tissue
of ligature-induced periodontitis in mice
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A silk ligature around second molar induced severe bone loss at 8 days after
ligation. In vivo MicroCT analysis revealed that bone loss was initiated 3 to 5 days post ligation.
RNA-seq analysis detected 12,852 genes (FPKM > 1.0 in at least one sample) that were categorized
into 10 patterns by a hierarchical clustering approach. GO term enrichment analysis revealed that

neutrophil chemotaxis and inflammatory responses expression profiles were significantly high in
ligated gingiva. Interestingly, S100a8 mRNA expression level was significantly elevated in ligated
gingiva. Histological analysis showed an increased number of TRAP-positive multinucleated cells at
the ligated sites and higher S100A8 expressions in attached gingiva with ligation.

GO term enrichment analysis suggests that innate_immune response related burst destruction of
periodontal tissue in ligature-induced periodontitis mice model. Therefore, S100A8 may act as

important role for rapid periodontal destruction.
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