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Mechanism of periodontal disease on disease progression of non-alcoholic
steatohepatitis
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Non-alcoholic hepatitis (NASH) can be a risk factor for periodontal disease,
however, the mechanism that NASH exerts on the pathological progression of periodontal disease is
unclear. On the other hand, microRNA in blood serves as a communication medium for systemic disease

and periodontal disease. The purpose of this study was to clarify the influence of NASH on
periodontal tissue by pairing analysis of microRNA in blood and gene expression in periodontal
tissue. As a result, it is suggested that NASH regulates gene expression in periodontal tissue via
microRNA in blood.
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