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Analysis of environmental contamination by Helicobacter spp. and it"s infection
routes to humans in Nara prefecture.
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Chronic infection with Helicobacter pylori have been proved to be associated
with gastric cancer. We aimed to clarify the prevalence of H. pylori in the community, where
gastric cancer incidence is high, for the identification of infection source. We collected 163
samples (90 fecal samples from the residents and 73 environmental samples; water samples used for
drinking and daily life, as well as, vegetables which were homegrown for eating in the raw and feces
from animals, including pets and wild animals).
H. pylori glmM gene was detected in 20% (18/90) of fecal samples from the residents. The
cagA-positive H. pylori strains which considered significantly increased risk of gastric diseases
was detected only in 33.3% (5/18) of H. pylori positive fecal samples. Although H. pylori was not
detected in environmental samples, contact with living environment especially animals, were
suggested as the sources of infection, based on the questionnaire.
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