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Molecular mechanisms of axis formation in plants mediated by the regulation of
lateral diffusion of plasma membrane proteins
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i My previous research identified the formation of dot-like clusters of PIN
proteins at PMs. It also identified that PIN clusters are established or maintained by the cell wall
components and the unknown function protein MAB4. Here 1 analyzed the role of MAB4 and cell wall in

PIN cluster formation. 1 also performed forward genetic and chemical genetic screening to further
elucidate the mechanism of PIN cluster formation.

I identified that MAB4 and PIN proteins both formed cluster-like structures at PMs. 1 also
identified that they are largely colocalized. These findings suggested that MAB4 directly regulate
PIN cluster formation. In contrast, I could not get clear evidence that demonstrate the direct
involvement of cell wall in PIN cluster formation. Regarding the screening, | identified that
phospholipids composition as well as the ATP biosynthesis play important roles for PIN cluster
formation. | also succeeded to isolate one mutant that display defects in PIN cluster formation.
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