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Functional analysis of hepatic stellate cell-expressed FXR in liver cirrhosis
and carcinogenesis
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Bile acid receptor (Farnesoid X receptor: FXR% is an important factor for
maintaining the homeostasis of bile acid, and is known to suppressively act on liver cirrhosis and
liver cancer. However, FXR, which is highly expressed in hepatic stellate cells, has been suggested
to have an inhibitory effect on the cultured cells, but its evaluation in vivo was poor. In the
present study, mice with knockout of the FXR gene in hepatic stellate cells were observed to have
increased aging-induced liver fibrosis, as in mice with a systemically deficient FXR gene. Moreover,
since FXR regulates senescence-related genes in the primary human hepatic stellate cell line
HHSteC, this study indicated a possibility that molecular association exists in senescence, liver
fibrosis and FXR.
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