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Imaging for transcriptional network that controls transition of cell maturation
in the root
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For normal plant root growth, transition from the cell proliferation to the
cell differentiation is a key event. UPB1 is one of the key transcription factor that regulates this
event. In this study, we try to reveal gene regulatory network that regulates transition of the
cell function through the UPB1 to MYB50 transcriptional network.
By using RNAseq transcriptome analysis, we were able to find four MYB50 direct target genes. From
analysis of transcription reporter lines of these 4 genes, we found that these four genes expressed
in the same cell files of MYB50 at the root tip. The expression of these genes were upregulated by
MYB50, on the other hand downregulated in the UPBl inducible expression lines. These results
strongly indicated that MYB50 is an intermediate transcription factor that regulates root growth
under UPB1 gene regulatory network.
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