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Development of analysis method of inflammation-related proteins in serum using
inflammatory cytokine receptors

Kawashima, Yusuke

3,300,000

CRP

Serum proteome analysis is difficult to observe low concentrations of
inflammation related proteins such as cytokines due to the very wide dynamic range of protein
concentrations. In this study, | constructed a system to enrich inflammation-related proteins that
bind to inflammatory cytokine receptors and analyze them using a highly sensitive liquid
chromatography-mass spectrometry. Anti-CRP positive sera were applied to this analysis system and
succeeded in discovering novel protein candidates related to inflammation.
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