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Dev?lopment of method for determining indoor fungal concentration using genetic
analysis

Hasegawa, Kenichi
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The indoor dampness was associated with allergic symptoms among children,
however the causal mechanisms was not be revealed yet. This study focused on the quantitative
estimation of indoor dampness using dampness index proposed by authors and measured results such as
indoor temperature, humidity and microorganisms. The microorganisms were genetically analyzed to
evaluate the population diversity of microbial species through the DNA analyzed technologies. The
fungal species of which the detection rate was increasing with ranks 1 to 4 of indoor dampness index

were considered to be associated with indoor environmental problems of dampness. The results of
this study presents the association between indoor dampness and fungal species of Wallemia sebi and
Rhodotorula glutinis.
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