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Development of site-specific labeling method of single-transmembrane receptors
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In this project, we have attempted to develop a novel technique to introduce

a site-specific label into single-transmembrane receptors expressed on the cell membrane of higher
organisms such as human. The site-specific labeling method will be utilized to detect the
conformational change of the single-transmembrane receptor, which is induced from the interactions
with extracellular signaling proteins. We have produced extracellular domain fragments of the
single-transmembrane receptors with post-translational modifications such as glycosylation and
disulfide bonds by using mammalian expression systems. We have tested the ligation between the
extracellular domain fragments and peptides and optimized the reaction conditions. Furthermore, we
have examined the influence of the solution conditions on the conformational change of the
single-transmembrane receptors through the dynamic structural analysis methods.
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