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The formation of the kissing-loop-mediated complex, which is involved in the

increased functional activity of the reduced R3C ligase ribozyme in “ trans” system, depends not
only on thermodynamic control, but also on kinetic control, which could lead to the creation of
ligase activity. In addition, as a stepping stone to find a way to construct a "reverse translation”
system that directly converts protein information into RNA information, 1 analyzed the reaction
with proteins that interact with tRNA (Trbp and aminoacyl-tRNA synthetase). It was revealed that the
RNA component essential for binding to A. pernix Trbp is a single-stranded CA nucleotide at the 3"
-end, and the structure and function of N. equitans AlaRS and GIyRS were also analyzed.
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