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Search for genomic markers related to high aptitude temperament of guide dogs
for the blind

Takeuchi, Yukari
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In this study, we used behavioral evaluation data obtained from the trainers
of the Japan Guide Dog Association for 763 candidate guide dogs to extract the temperaments that
are related to guide dogs® aptitude, and performed a genome-wide association study based on the
genotype data of 215 individuals for the * distraction” temperament, which is significantly related
to aptitude. As a result, we found that some single nucleotide polymorphisms on the plakophilin4
gene of chromosome 36 are significantly related to the “ distraction” temperament.
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