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In this study, we aimed to obtain phosphatidylserine (PS) synthase PssA
mutants, which recognize NBD-serine (fluorescence-labeled serine) instead of serine. So far, we
created experimental systems in which PssA is expressed in an IPTG-dependent manner in Escherichia
coli cells and expressed on various organelle membranes in yeast cells. Interestingly, when PSsA is
expressed in the ER, lipid droplet, peroxisome or mitochondrial inner membrane, growth defects of
chol-deleted cells were rescued. These results are important for investigating intracellular
phospholipid transport pathways. We are now using these yeast cells for genetic screening.

In addition to the genetic method, we tool an advantage of structural analysis. If we were able to
determine the recognition site of PssA for the subtrate serine, we could obtain mutants that
recognize NBD-serine by introducing mutations to the sites.
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