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Identification and function of endogenous retrovirus derived genes that mediate
cell fusion
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The purpose of this study is to identify novel ?enes that directly mediate
cell fusion during myoblast and osteoclast differentiation. In these cells, the mutual fusion is
indispensable for normal cell differentiation, however the gene that mediate the fusion and the
fusion mechanism are unclear. To identify such novel genes, we focused on an envelope domain of
endogenous retroviruses (ERV), which have the potential to mediate cell fusion, in mammalian
genomes. First, we performed RNA-seq analyses and identified candidates for the envelope-derived
genes in mice myoblasts and osteoclasts. After further filtering using protein structures predicted
based on candidate sequences, we obtained final candidate sets. Then, we performed siRNA knockdown
and over-expression analyses and identified a sequence that showed fusion activity in myoblasts. We
are now in the final stage of this project, and confirming the function of the candidates.
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Transcriptome analysis to identify genes derived from endogenous retrovirus that mediate cell-cell fusion during myoblast
differentiation
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