2017 2018

Single cell omics analysis during plant cell division
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Despite an important process of maintaining life that ensures that genetic
information is distributed to daughter cells without mistake in the division period, it is
completely unknown the comprehensive molecular information based on this progression. We separate
mitosis based on the chromosomal condition in detail and isolate single cell in specific phase,
successfully reveal strict metabolite fluctuation in the mitosis by performing single-cell
metabolome and transcriptome analysis. As a result, there was obvious metabolite fluctuation and
gene expression among pro-, meta-, ana- and telo-phase. Furthermore, we extract the feature of each
phase by analyzing the tendency of the phase-specific accumulation of metabolites and lipids.
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