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Development of deep phenotyping method that enables analysis and application of
latent drug response
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This study was designed to demonstrate that the new profile data analysis
method, OLSA, and the profile data acquisition methodology, two-dimensional electrophoresis using
mini-gel, help "deep" understanding of drug action. OLSA achieved extraction of mathematical
structures with biological meanings even based on transcriptome data. In data acquisition by
two-dimensional electrophoresis, we also overcome problems such as variability between experiments.
This study achieved a clear classification for each drug®s action using OLSA. As a result of
exposure to anticancer drugs, common effects that are considered to be cell death, effects to be
canceled by combination, and effects that are considered to be new ones by combination are
extracted. We considered that the analysis elucidated drug single and combined effects of
anti-cancer drugs.
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