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Selection of RNA aptamer against collagen and apply to new drug discovery

Hirayoshi, Kazunori
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The amino acids on the collagen triple helix can interact with several
proteins. These interaction (Protein-Protein Interaction, PPl) make physiological function lead
directly to pathophysiological conditions such as coagulation of blood. In this research, we select
multiple clones against whole collagen molecule and analyze their characters. Each clone of aptamers

is expected to bind different epitope and shows different function in the PPI. Each clone would
serve to their original application. We selected several RNA aptamers against whole collagen. These
clones are analyzing their binding specificity, and will determine the epitope on the triple helix
molecule of collagen. We are making improvement of analytical methodology based on the molecule
interaction such as SPR, EMSA and analyze each clone’ s function.
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1GGCAGGATAAAUGAAGCACGAGCGACGGC
3GGCGGCAUGCCACGGARAGGAGGUUAACCGCCGAGCC
AGGCACGAGCUGARACGCAAGC
S5GGCCAGGUARACGUAAGAGGAUUCAARCUGUGC
8GCAAANGCGUAGACCGGUUUGCGGGGGUCUACCACCC
9GGCGGGCAGUGUCGACCGUGAGGUUAUUAGA
10GGCGUGGGCGUCGGACGCGGUA
11GGGUGAAUGUAUCCUGUUCAGCUG
13GGCCAACAUG
15GCAACAACGGCAGCAGCCACAAGUACGAAUCAAGGACGT
16GGCGGAARACAGAAGGGCGGCAGC
17GGCCARGGGCGAGACGGCGAGCGU
18GGCCAGGACGCAUAAGARACGUAGCGUGACAACAGT
19GGCGAGCUGCGGGGGC
21GGCCARGCCCGACCGCCACAGGARGAAGUACGGCCCCGC

22AGCGCGGGARRACCACACGGCGGGCAC
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