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Analysis of fibroblast inprinting in lung injury

Matsushima, Kouji
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Pulmonary fibrosis (PF) has a poor-prognosis, which characterized by the

excess deposition of extracellular matrix produced mainly by activated lung fibroblasts. PF is often
associated with chronic inflammation, which alters lung cell phenotype. However, how activated
fibroblasts changes their phenotype through the course of lung injury is poorly known because
limited options to assess fibroblast phenotype in vivo. By using intratracheal transfer method, we
investigated the effect of origin of fibroblasts in their activation pattern and fibrosis pathology
in bleomycin-induced lung injury. We found that the expression of Dcn was continuously downregulated
after acute inflammation independently on fibroblast origin. In addition, adipose tissue-derived
fibroblasts more strongly expressed Dcn, and both adipose tissue-derived and Dcn-overexpressed lung
firboblast exert anti-inflammatory effect in bleomycin-induced lung injury.
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