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fibrosis is a life-threatening disease of unknown aetiology. Its
pathogenesis is poorly understood and there are no effective therapy. We have previously identified
SatM as a new macrophage/monocyte involved in the development of fibrosis. Here we show that SatM
differentiates from SMP, a precursor that differs from known macrophage precursors (MDP and cMoP).
Furthermore, we found that NF-1L6 deficient SMP was not proliferate, it was revealed that NF-IL6
functions in SMP and that these cells can proliferate. From the above, we have clarified a part of
the onset mechanism of fibrosis that has not been clarified so far.
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