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Regulation of the TGF-beta signaling by peptide aptamers
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SMAD2/3 are hub proteins that regulate TGF-beta signaling in cell. In this
study, we have designed and developed peptide aptamers that bind strongly to SMAD2/3. The peptide
aptamers, which are produced by the tandem linkage of SMAD2/3 cofactors, are expected to regulate
the function of TGF-beta signaling in cell by the competition with SMAD2/3 cofactors. Among SMAD2/3
cofactors, SMAD2/3 binding domains of SARA, FOXH1 and SKI were fused in tandem, and their SMAD2/3
binding abilities were evaluated by surface plasmon resonance assay. One of the peptide aptamers
binds strongly to SMAD2/3 with dissociation constants of nanomolar order. In addition, we have
determined the crystal structures of SMAD2/3-cofactor complexes and presented the results as papers.
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