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Development of a method to detect heterogeneity of Smad transcriptional
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Signaling of transforming growth factor-f (TGF-B ) is mediated by Smad
complexes. In the present study, we screened DNA aptamers that can specifically interact with
distinct subsets of Smad complexes. We found that DNA aptamers that can interact with
transcriptionally active Smad complexes contain G-rich sequences. Their affinities were not high

enough to pull down Smad complexes. However, the results suggest a possibility that Smad proteins
can Interact with G-quadruplex.
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