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Next-generation proteomics to reveal the mechanism for malignant transformation
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In this study, we established an in vitro model for malignant transformation
from oncogene-induced pre-cancerous state cell line. In order to reveal the molecular basis of
malignant transformation, the expression level of metabolic enzymes in these cell lines was
quantified by our originally developed next-generation proteomics, IMPAQT. We found that glutamine
metabolism is significantly altered during malignant transformation and PPAT which transfers
nitrogen to 5-phosphoribosyl-1-pyrophosphate (PRPP), a precursor in nucleotide biosynthesis, from
glutamine, acts as a key enzyme in cancer specific glutamine metabolism. We also demonstrated that
attenuation of PPAT induces the reduction in the tumor size.
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