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Identification of microRNA as a serum biomarker for regulatory T cell in CRC
cases.
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We began a research work to establish the novel chronologic and objective
system for evaluating tumor immune response mediated through regulatory T cell (Treg) in local tumor
tissues and peripheral blood in colorectal cancer cases. In the current study, we have been
disclosing the biological and clinical significance of miRNAs related to Treg among bunch of tissue
infiltering lymphocytes (TILs). At present (April 2019), we have collected tissue samples and blood
samples from 14 cases. Sample of TIL fraction in multi-region were extracted from case #1-11, and
serum and PBMC samples were collected from case #10-14. According to microRNA array in TIL, we are
now focusing on and analyzing miRNA inhibiting EZH2 genes which consists of SWI/SNF complex to
regulate chromatin remodeling in malignant tissues. Then, we will proceed an enrichment analysis by
using of miEAA, an online tool.
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