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Genome-wide screening for genes involved in immune escape
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In this study, we conducted a comprehensive screening for tumor immune
escape genes in mice using a genome-wide CRISPR / Cas9 knockout library. Many of the obtained
candidate genes could not reproduce the enrichment effect seen in the library in knockout cells
individually prepared for validation. The competition between clones in the tumor and the variation
within the clone that did not depend on gene knockout were assumed to be the cause, and it could be
the task(s) to be solved for future library screening in vivo.
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