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Development of novel biodesign mice by epistasis
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_ This project aims_to develop novel biodesigned mice by epistasis and to
understand gene mutations caused of quantitive phenotypes and Multifactorial diseases. To achieve
the goal, we produced hyper mutation mouse strains, and then repeated the passage of their mouse
strains.

We are successful to obtain a lot of mouse strains with visible phenotypes and perform whole genome
sequencing of thier mouse strains by next generations sequencer.
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