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The detection model for the epithelial-mesenchymal interaction
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Epithelial-mesenchymal interaction plays critical roles for the development
of organs such as tooth, lung, salivary gland, kidney and hair. We explored specific
transcriptional start sites (TSS) of each organ by CAGE (Cap Analysis of Gene Expression) analysis.
We 1dentified a tooth specific TSS, which has been detected on chromosome 159Dl region. This TSS
potentially codes microRNA 875 (miR875). miR875-5p was specifically expressed mesenchyme of tooth
germ. To assess the role of miR875-5p in dental mesenchyme during tooth development, we transfected
mimic miR875-5p into mouse dental pulpal (mDP) cells. mDP cells transfected with mimic miR875-5p
migrated toward to epithelia of E13 tooth germ in the co-culture system, indicating that miR875 may
play a role for epithelial-mesenchymal interaction.
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