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Health age indices and gut microbiota from the Iwaki big data
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In this research, the calculation formulas of various health ages (gut,
lung, blood vessels, bones, physical strength, brain, oral cavity) are calculated by comprehensive
analyzing the big data of the lwaki Health Promotion Project in 2017 and 2018. The results are as
follows. (1) Formulas for various health ages were calculated from the big data of the Ilwaki Health
Promotion Project of 2017. The main items used in the formula were alcohol intake, energy intake,
dietary fiber intake, diabetes incidence, triglyceride fat area, abdominal circumference,y GTP, IgE,

cognitive function, depression degree, amino acid, leptin and so on. (2) We also calculated the
calculation formula using the big data of the Iwaki Health Promotion Project of 2018. Furthermore,

these two formulas were compared each other.
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Fusobacteria : Fusobacterium

Verrucomicrombia : Akkermansia

Actinobacteria : Bificobacterium

Coriobacteria : Adlercreutzia, Asaccharobacter, Eggerthella, Slackia
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=70 - 5.7 - 4.5* - 100*Adlercreutzia + 97*Akkermansia +

25*Bacteroides -56*Bifidobacterium-120*blautia - 340*Christensenella -
2000*Eggerthella + 450*Enterobacter - 600*Enterococcus + 230*Eubacterium -
140*Faecal ibacterium - 59*Fusobacterium + 55*Lactobacillus + 180*Parabacteroides +
2500*Pediococcus + 100*Ruminococcus + 46000*Staphylococcus + 38*Streptococcus

SE T P
69.515 8.111 8.570 0.000
-5.711 4.115 -1.388  0.177
-4.466 2.342 -1.907  0.068
Adlercreutzia -104,537.744  67,279.622  -1.554  0.132
Akkermansia 97.351 56.958 1.709 0.099
Bacteroides 25.322 20.100 1.260 0.219
Bifidobacterium -56.184 28.441 -1.975  0.059
Blautia -119.630 36.129 -3.311  0.003



Christensenella -340,808.065 133,761.615 -2.548 0.017
Eggerthella -2,140.704 997.631 -2.146 0.041
Enterobacter 449.123 249.906 1.797 0.084
Enterococcus -1,643.147 832.171 -1.975 0.059
Eubacterium 230.346 71.957 3.201 0.004
Faecal ibacterium -137.443 40.765 -3.372 0.002
Fusobacterium -58.778 46.158 -1.273 0.214
Lactobacillus 54_851 35.700 1.536 0.137
Parabacteroides 179.571 80.116 2.241 0.034
Pediococcus 2,540.515 1,489.134 1.706 0.100
Ruminococcus 99.879 55.400 1.803 0.083
Staphylococcus 45,867.470 21,684.905 2.115 0.044
Streptococcus 37.831 17.725 2.134 0.042
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