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The HLA region, a 3.6-Mb segment of the human genome at 6p2l, has been
associated with more than 100 different diseases, primarily autoimmune diseases. Furthermore,
specific alleles of the HLA genes are strongly associated with hypersensitivities to specific drugs.

For a better understanding of the adverse effects of drugs, the HLA gene and HLA haplotype
structure should be extensively and unambiguously determined. Here we determined genotypes of 33 HLA
genes for genome cohort samples and constructed HLA genotype database with various phenotypes
including severe adverse effects of various drugs.
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