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Exploring novel stress signaling pathways using a genome-editting approach for
development of geriatric treatments
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In this study, we established several cell-lines in which ER stress-related
genes were respectively knock-downed using the CRISPR/Cas9 system. Especially, we studied ATF4-,
GADD34-, IREla -, MANF- and CRELD2-deficient Neuro2a cells among the ER stress signaling factors,
Furthermore, characterization of the SEL1L-deificnet HEK293 cells showed that ER-associated
degradation is associated with not only ER stress responses but also Golgi stress ones. It is
considered that these findings might give insights into understanding onset and progression of ER
stress-related diseases.
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