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Functional analysis of inflammation-related microRNA in non-alcoholic
steatohepatitis and antisense oligodeoxynucleotide development
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Compared with wild-type (WT) mice, miR-X KO mice have shorter life spans
(median survival time 117 and 54 weeks for WT and KO mice, respectively), which was extended by
feeding a high-fat diet (HFD) (96 and 72 weeks, respectively). WT mice exhibited age-related fatty
liver disease; however, this was attenuated by miR-X deficiency mice. Moreover, HFD feeding
protected miR-X KO mice from the hepatic steatosis observed in age-matched HFD-fed WT mice,
suggesting that miR-X plays a key role in hepatic lipid metabolism.
Candidate miR-X target mRNAs were identified by performing RNA-sequencing of livers from 54-week-old
WT and miR-X KO mice. We identified 2,245 genes that were upregulated (>2.0-fold) in miR-X KO
livers compared with WT livers. Among these genes, bioinformatic analysis revealed seven candidate
miR-X target mRNAs that were markedly associated with biological pathways in lipid metabolism.
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